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DNA 



<213> Gallus gallus 
<220> 

<221> CDS 

25 <222> (1) . . (1989) 



48 



144 



192 



240 



<400> 1 

atg gag gag gac tgg gac acg gag ctg gag cag gag gcg gca gcg get 
Met Glu Glu Asp Trp Asp Thr Glu Leu Glu Gin Glu Ala Ala Ala Ala 
1 5 10 15 

tec cag ggg cgt tct gag gag cag gcg tgg atg get aac tct ggc aga 96 
Ser Gin Gly Arg Ser Glu Glu Gin Ala Trp Met Ala Asn Ser Gly Arq 
20 25 30 

cca aac age cca tec etc cgc ttc tec age aga cca age age ccc ttg 
Pro Asn Ser Pro Ser Leu Arg Phe Ser Ser Arg Pro Ser Ser Pro Leu 
35 40 45 

tct ggc ttc cca ggc aga cca aac age ccc ttc ttt ggc ttt agt cag 
Ser Gly Phe Pro Gly Arg Pro Asn Ser Pro Phe Phe Gly Phe Ser Gin 
SO 55 60 

aat aaa ggc tea ctt ggt get aat gaa gga ctt aac aga agt ctg cct 
Asn Lys Gly Ser Leu Gly Ala Asn Glu Gly Leu Asn Arg Ser Leu Pro 
65 70 75 " 80 

gtg cag cat gac att gga gga tat tct ggg age aga gag tct gtt gta 288 
Val Gin His Asp lie Gly Gly Tyr Ser Gly Ser Arg Glu Ser Val Val 
85 90 95 

cgt caa aac aga gaa gat caa cca gtg act aga ttt ggt aga ggg agg 336 
Arg Gin Asn Arg Glu Asp Gin Pro Val Thr Arg Phe Gly Arg Gly Arg 
100 105 no 

agt tct gga age aga gat ttt caa gag agg aac tct gca aat gat cct 384 
Ser Ser Gly Ser Arg Asp Phe Gin Glu Arg Asn Ser Ala Asn Asp Pro 
115 120 125 

ggt atg caa gat caa ggt ttt aga aga gtt cct ggc ate ttt ggg caa 432 
Gly Met Gin Asp Gin Gly Phe Arg Arg Val Pro Gly He Phe Gly Gin 
130 135 140 
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age aag tgt ttt aac agt gag gaa aga aat agt cct ctg cgt ggc age 480 
Ser Lys Cys Phe Asn Ser Glu Glu Arg Asn Ser Pro Leu Arg Glv Ser 
145 ISO i 5 5 160 

5 cct ttt gec cca gga gga aga gga gca gtt gga ggt cct gca gga qtt 528 
Pro Phe Ala Pro Gly Gly Arg Gly Ala Val Gly Gly Pro Ala Gly Val 
lg 5 17 0 175 

etc aaa gga cgc tct gaa gaa att gat tct gga aga ggt cca aag gtg 576 
1U Leu Lys Gly Arg Ser Glu Glu He A 9 p Ser Gly Arg Gly Pro Lys Val 
18 ° 185 190 
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act tat gtc ccc cct cct cca cct gaa gat gaa cag tec ate ttt gca 
Thr Tyr Val Pro Pro Pro Pro Pro Glu Asp Glu Gin Ser He Phe Ala 
19 5 200 205 

tgt tat cag tea gga att aat ttt gac aag tat gat gaa tgt get gtt 
Cys Tyr Gin Ser Gly He Asn Phe Asp Lys Tyr Asp Glu Cys Ala Val 
210 21S 220 

gag atg tea gga ctt gac cct cca gca cca tta ctg get ttt gaa gaa 
Glu Met Ser Gly Leu Asp Pro Pro Ala Pro Leu Leu Ala Phe Glu Glu 
225 230 235 240 

get aac ttt get cag act tta agg aag aat ata tct aaa act gga tat 
Ala Asn Phe Ala Gin Thr Leu Arg Lys Asn He Ser Lys Thr Gly Tyr 



245 250 



255 



260 265 



270 



999 egg gat tta atg tea tgt gee cag aca gga tea gga aaa aca gca 
Gly Arg Asp Leu Met Ser Cys Ala Gin Thr Gly Ser Gly Lys Thr Ala 
OO 275 



gtg gag gtg aaa tat ttg gta eta gat gaa gca gac cgc atg etc gat 
Val Glu Val Lys Tyr Leu Val Leu Asp Glu Ala Asp Arg Met Leu Asp 
385 390 395 400 



624 



672 



720 



768 



ICl o° a 339 Ctt aCt CCa 9t9 cag aag cac a 9 c att cct gtt ata caa gca 816 
JU Ser L V S Leu Thr Pro Val Gin Lys His Ser He Pro Val He Gin Ala 



864 



280 285 

get ttt ctt eta cca att gtg gac egg atg atg aaa gat ggt gta act 912 
Ala Phe Leu Leu Pro He Val Asp Arg Met Met Lys Asp Gly Val Thr 
290 295 300 

gca age ttc cca aag cag caa gac cca caa tgc att att gtt gca cca 960 
Ala Ser Phe Pro Lys Gin Gin Asp Pro Gin Cys He He Val Ala Pro 
305 310 315 320 

393 Sf 3 Ct9 3ta aat ca9 atc ttc tta qaa 9ca agg aag ttt gtg 1008 
Thr Arg Glu Leu He Asn Gin He Phe Leu Glu Ala Arg Lys Phe Val 
325 330 335 

Ztt r, 9 Sh' o 9t 399 ° Ct 9tt 9t9 atC tat " a W aca ca 9 aca 1056 

Tyr Gly Thr Cys He Arg Pro Val Val He Tyr Gly Gly Thr Gin Thr 

340 345 350 

ggt cat tea atc cgt caa ata atg caa ggc tgt aat ata tta tgt gee 1104 

Gly His Ser He Arg Gin He Met Gin Gly Cys Asn He Leu Cys Ala 

355 360 3 6 5 

£ Ct 993 a " ctt ctt 9 ac att att gaa aaa ggg aag atc agt ttg 1152 
Thr Pro Gly Arg Leu Leu Asp He He Glu Lys Gly Lys He Ser Leu 
370 375 380 



1200 
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atg ggt ttt gga tta gat atg aag aag ctg att tct tat cca gaa atg 1248 
Met Gly Phe Gly Leu Asp Met Lys Lys Leu He Ser Tyr Pro Glu Met 
405 410 415 
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cca tct aaa gac aga cgt caa aca tta atg ttt agt gcc act ttt cct 
Pro Ser Lys Asp Arg Arg Gin Thr Leu Met Phe Ser Ala Thr Phe Pro 
420 425 430 • 



Phe 

1 5 450 



Leu Val He Gly Asn Thr Cys Gly Ala Cys Ser Asp Val Gin Gin 
" 455 460 



aga acc cag cag gaa ttc cag ttt ggt gga aga atg get gtc caa aga 
Arg Thr Gin Gin Glu Phe Gin Phe Gly Gly Arg Met Ala Val Gin Arq 

55 610 --- s 



615 620 



1296 



9ag gaa gtt caa agg ctg get ggt gaa ttt ttg aaa acg gac tat ata 1344 

1U Glu Glu Val Gin Arg Leu Ala Gly Glu Phe Leu Lys Thr Asp Tyr He 
435 440 445 

ttt ctt gtt att gga aat acc tgt gga gcc tgc agt gat gtt cag caa 1392 



aat att ctt cag gtt ccc egg tta tec aag agg gat aaa eta ata gaa 1440 
Asn He Leu Gin Val Pro Arg Leu- Ser Lys Arg Asp Lys Leu He Glu 
465 470 475 480 

att eta caa age aca ggt ggt gaa cga acc atg gtg ttt gtg gac aca 1488 
He Leu Gin Ser Thr Gly Gly Glu Arg Thr Met Val Phe Val Asp Thr 
485 490 495 

aag aaa aaa gca gat tac ctt gca gcc ttt ctt tgt caa gag aac eta 1536 
Lys Lys Lys Ala Asp Tyr Leu Ala Ala Phe Leu Cys Gin Glu Asn Leu 
500 505 sio 

cca tec acc age .att cat gga gat agg gaa cag aga gag aga gag ata 1584 
Pro Ser Thr Ser He His Gly Asp Arg Glu Gin Arg Glu Arg Glu He 
515 520 525 

get ctt cgc gat ttc cgt tct gga aaa tgt caa att ctt gtg gca act 1632 
Ala Leu Arg Asp Phe Arg Ser Gly Lys Cys Gin He Leu Val Ala Thr 
530 535 540 

teg gta gca tea aga ggc ctg gat att gaa aat gtt caa cat gtt att 
Ser Val Ala Ser Arg Gly Leu Asp He Glu Asn Val Gin His Val He 
545 550 555 560 



1680 



aat ttt gat etc cct aac acc att gaa gat tat gta cat cga att gga 1728 
Asn Phe Asp Leu Pro Asn Thr He Glu Asp Tyr Val His Arg He Gly 
565 570 575 

cga act ggt cgt tgt gga aat act ggc aaa gca gtt tea ttc ttt gat 1776 
Arg Thr Gly Arg Cys Gly Asn Thr Gly Lys Ala Val Ser Phe Phe Asp 
580 585 590 

gat cag tea gat ggc cat ctt gta caa tea eta ctt aaa gtg ctt tec 1824 
Asp Gin Ser Asp Gly His Leu Val Gin Ser Leu Leu Lys Val Leu Ser 
595 600 605 



1872 



aca aat att gtt get tea act tgg tgc cca aag gga tta atg cag gcc 1920 
Thr Asn He Val Ala Ser Thr Trp Cys Pro Lys Gly Leu Met Gin Ala 
625 630 635 640 

gtg gca gaa tgg aac cca aga gaa atg agg atg tea tat tct gaa aca 1968 
Val Ala Glu Trp Asn Pro Arg Glu Met Arg Met Ser Tyr Ser Glu Thr 
645 650 655 
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aca ttt aag tea tgg gag taa 
Thr Phe Lys Ser Trp Glu 
660 

<210> 2 
<211> 662 
<212> PRT 

<213> Gallus gallus 



1989 



10 <400> 2 



Met Glu Glu Asp Trp Asp Thr Glu Leu Glu Gin Glu Ala Ala Ala Ala 
15 10 is 

Ser Gin Gly Arg Ser Glu Glu Gin Ala Trp Met Ala Asn Ser Gly Arq 
20 25 30 

Pro Asn Ser Pro Ser Leu Arg Phe Ser Ser Arg Pro Ser Ser Pro Leu 
35 40 45 

Ser Gly Phe Pro Gly Arg Pro Asn Ser Pro Phe Phe Gly Phe Ser Gin 
50 55 60 



Asn Lys Gly Ser Leu Gly Ala Asn Glu Gly Leu Asn Arg Ser Leu Pro 
65 70 75 80 

Val Gin His Asp lie Gly Gly Tyr Ser Gly Ser Arg Glu Ser Val Val 
85 90 95 

Arg Gin Asn Arg Glu Asp Gin Pro Val Thr Arg Phe Gly Arg Gly Arg 
100 105 no 

Ser Ser Gly Ser Arg Asp Phe Gin Glu Arg Asn Ser Ala Asn Asp Pro 
115 120 125 

Gly Met Gin Asp Gin Gly Phe Arg Arg Val Pro Gly He Phe Gly Gin 
130 135 140 

Ser Lys Cys Phe Asn Ser Glu Glu Arg Asn Ser Pro Leu Arg Gly Ser 
145 150 155 160 

Pro Phe Ala Pro Gly Gly Arg Gly Ala Val Gly Gly Pro Ala Gly Val 
165 170 * 175 

Leu Lys Gly Arg Ser Glu Glu He Asp Ser Gly Arg Gly Pro Lys Val 
180 185 190 

Thr Tyr Val Pro Pro Pro Pro Pro Glu Asp Glu Gin Ser He Phe Ala 
195 200 205 

Cys Tyr Gin Ser Gly He Asn Phe Asp Lys Tyr Asp Glu Cys Ala Val 
210 215 220 



Glu Met Ser Gly Leu Asp Pro Pro Ala Pro Leu Leu Ala Phe Glu Glu 
225 230 235 240 

Ala Asn Phe Ala Gin Thr Leu Arg Lys Asn He Ser Lys Thr Gly Tyr 
245 250 255 

60 Ser Lys Leu Thr Pro Val Gin Lys His Ser He Pro Val He Gin Ala 
260 265 270 

Gly Arg Asp Leu Met Ser Cys Ala Gin Thr Gly Ser Gly Lys Thr Ala 
275 280 285 
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Ala Phe Leu Leu Pro lie Val Asp Arg Met Met Lys Asp Gly Val Thr 
29 ° 295 300 

Ala Ser Phe Pro Lys Gin Gin Asp Pro Gin Cys lie He Val Ala Pro 
305 310 315 320 

Thr Arg Glu Leu He Asn Gin He Phe Leu Glu Ala Arg Lys Phe Val 
325 330 335 

Tyr Gly Thr Cys He Arg Pro Val Val He Tyr Gly Gly Thr Gin Thr 
340 345 350 



15 Gly His Ser He Arg Gin He Met Gin Gly Cys Asn He Leu Cys Ala 
355 360 365 



Thr Pro Gly Arg Leu Leu Asp He He Glu Lys Gly Lys He Ser Leu 
370 375 380 

Val Glu Val Lys Tyr Leu Val Leu Asp Glu Ala Asp Arg Met Leu Asp 
385 390 395 ' 400 

Met Gly Phe Gly Leu Asp Met Lys Lys Leu He Ser Tyr Pro Glu Met 
405 410 415 

Pro Ser Lys Asp Arg Arg Gin Thr Leu Met Phe Ser Ala Thr Phe Pro 
420 425 430 

30 Glu Glu Val Gin Arg Leu Ala Gly Glu Phe Leu Lys Thr Asp Tyr He 
435 440 445 



Phe Leu Val He Gly Asn Thr Cys Gly Ala Cys Ser Asp Val Gin Gin 
450 455 460 

Asn He Leu Gin Val Pro Arg Leu Ser Lys Arg Asp Lys Leu He Glu 
465 470 475 480 

He Leu Gin Ser Thr Gly Gly Glu Arg Thr Met Val Phe Val Asp Thr 
485 490 495 

Lys Lys Lys Ala Asp Tyr Leu Ala Ala Phe Leu Cys Gin Glu Asn Leu 
500 505 510 

45 Pro Ser Thr Ser He His Gly Asp Arg Glu Gin Arg Glu Arg Glu He 
515 520 525 



Ala Leu Arg Asp Phe Arg Ser Gly Lys Cys Gin He Leu Val Ala Thr 
530 535 540 

Ser Val Ala Ser Arg Gly Leu Asp He Glu Asn Val Gin His Val He 
545 550 555 560 

Asn Phe Asp Leu Pro Asn Thr He Glu Asp Tyr Val His Arg He Gly 
'565 570 575 

Arg Thr Gly Arg Cys Gly Asn Thr Gly Lys Ala Val Ser Phe Phe Asp 
580 585 590 

Asp Gin Ser Asp Gly His Leu Val Gin Ser Leu Leu Lys Val Leu Ser 
595 600 605 

Arg Thr Gin Gin Glu Phe Gin Phe Gly Gly Arg Met Ala Val Gin Arg 
610 615 620 
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Thr Asn lie Val Ala Ser Thr Trp Cys Pro Lys Gly Leu Met Gin Ala 
625 630 635 6 40 

Val Ala Glu Trp Asn Pro Arg Glu Met Arg Met Ser Tyr Ser Glu Thr 
645 650 655 

Thr Phe Lys Ser Trp Glu 
660 

<210> 3 

<211> 16 

<212> PRT 

<213> Gallus gallus 

<400> 3 

Ser Arg Pro Ser Ser Pro Leu Ser Gly Phe Pro Gly Arg Pro Asn Ser 
1 5 10 — 



15 



<210> 4 

<211> 16 

<212> PRT 

<213> Gallus gallus 



<400> 4 

Asn Pro Arg Glu Met Arg Met Ser Tyr Ser Glu Thr Thr Phe Lys Ser 
15 10 — 



15 



<210> 5 

<211> 1882 

<212> DNA 

<213> Gallus gallus 

<220> 

<221> CDS 

<222> (174) . . (1043) 



atg cca aat aca gtc ttt gtt ggt gga att gat ata agg atg aat gaa 
Met Pro Asn Thr Val Phe Val Gly Gly He Asp He Arg Met Asn Glu 
35 40 45 

gca gaa att egg agt tac ttt gaa caa tat ggt act gtg aag gag gtg 
Ala Glu lie Arg Ser Tyr Phe Glu Gin Tyr Gly Thr Val Lys Glu Val 
50 55 60 65 



60 



40 <400> 5 

cctctttcac acccctctta aaaaagaaaa gaaagaaaaa aaagacaaaa aaaaatacaa 

acacaaaaaa gtggggttct ttagtatctg ttttcccaac actcctattg tttttgtctt 120 

45 gaaggecteg tttgttttta agtgtgcggg cgctgtcaca getcegggga acg atg 176 

Met 
l 

tct gca aat gcg gaa gec cag tgt gga agt ate tea gag gat aat ace 224 
Ser Ala Asn Ala Glu Ala Gin Cys Gly Ser He Ser Glu Asp Asn Thr 
5 10 15 

cat teg tea aca acc tgc caa gga tat gtt tta cca gaa gga aaa ate 272 
Has Ser Ser Thr Thr Cys Gin Gly Tyr Val Leu Pro Glu Gly Lys He 
20 25 30 
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aaa ata ate act gac aga act ggt gtt tec aaa ggg tat gga ttt gtt 416 
Lys He lie Thr Asp Arg Thr Gly Val Ser Lys Gly Tyr Gly Phe Val 
7 0 75 80 

tea ttc ctg gac aat gtg gat gtt caa aag ata gta gaa tea cag ate 464 
Ser Phe Leu Asp Asn Val Asp Val Gin Lys He Val Glu Ser Gin lie 
85 90 95 

agt gtc cat gga aaa agg ctg aaa ctg gga cca gca att aga aaa caa 
Ser Val His Gly Lys Arg Leu Lys Leu Gly Pro Ala lie Arg Lys Gin 
100 105 no 



caa aac ttg tgt tct tac atg cag cct aga cca ttg get ttc aat cct 
Gin Asn Leu Cys Ser Tyr Met Gin Pro Arg Pro Leu Ala Phe Asn Pro 
TO 115 120 125 



cct ggg gag caa aga aac tac gtt atg cct ccg gtt tat act tea gta 
Pro Gly Glu Gin Arg Asn Tyr Val Met Pro Pro Val Tyr Thr Ser Val 
<33 195 200 205 



aac tat cac tac agt gag gat cca gaa ttt ata caa aca gaa tgt get 
Asn Tyr His Tyr Ser Glu Asp Pro Glu Phe He Gin Thr Glu Cys Ala 
210 215 220 225 

gtc cca gag ccc aca cag atg tct ggt aat agt cca caa aaa aag tct 
Val Pro Glu Pro Thr Gin Met Ser Gly Asn Ser Pro Gin Lys Lys Ser 
230 235 240 

gtg gac agg age ata caa aca gta gta tec tgt ctg ttt aac cct gaa 
Val Asp Arg Ser lie Gin Thr Val Val Ser Cys Leu Phe Asn Pro Glu 
245 250 255 

aac cgt ctg agg aac ace ttt gta tea caa gaa gac tac ttc agg gag 
Asn Arg Leu Arg Asn Thr Phe Val Ser Gin Glu Asp Tyr Phe Arg Glu 
260 265 270 



60 



512 



560 



cct gca ccg caa ttc cat age gta tgg act aat caa aat aca gag acc 
Pro Ala Pro Gin Phe His Ser Val Trp Thr Asn Gin Asn Thr Glu Thr 
130 135 140 145 

tac gtg cag cct caa get gtg gtg age cca eta act cag tat gtc cag 
Tyr Val Gin Pro Gin Ala Val Val Ser Pro Leu Thr Gin Tyr Val Gin 
150 155 160 

acg tat gcg tac agt tea cca get gta ttg ata cag cag caa gtt cct 
Thr Tyr Ala Tyr Ser Ser Pro Ala Val Leu He Gin Gin Gin Val Pro 
165 170 175 

gta gga tat cag cca gca tac aac tat cag get cca cca cag tgg gtt 752 
Val Gly Tyr Gin Pro Ala Tyr Asn Tyr Gin Ala Pro Pro Gin Trp Val 
180 185 190 



608 



656 



704 



800 



848 



896 



944 



992 



agg agg gcg cat cac ttc aga aaa gga aga gca gtg etc aaa agt gtt 104 0 

Arg Arg Ala His His Phe Arg Lys Gly Arg Ala Val Leu Lys Ser Val 
275 280 285 

tga tgaacaaaga ctttgaagta cataaatgta ttactttgat gttcctacag 1093 

ttcagtttag taagatgtgt agtaaaaagt gtaaccttgt tcaaaaagtt gcttcaagtt 1153 

gatgtttgtg ttctgtttta cctgttccag aatagctatt tttgettgag aagtttgaag 1213 

ttgtaagagt tgaaatattt ccaggtttta ttactagctt geatgetttt cctgctaact 1273 
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aactgaaatg ctaatcttaa ggaatttata tggggaaggg gaaaaaagaa aaacactttg 1333 

tttggtatgt gtggattttc ttctgagctt taaggtacag tttgttgcat gttaaaattt 1393 

agttcttatt aaaccacaac tttaagttac Caacgtcaac cagttacctc ttgcagttca 1453 

aaagttgaag cagttccttg tccaagatgg agtattttaa aactgagctc ttaatcagtg 1513 

gaacagaaga cgtcacggtg taactcaact gaagcccttt aagtcccggt tctctttaga 1573 

ctacctaatc aatgtctttg tttgctaacg acagttcatc tatgtgaatc ctaaaattcc 1633 

tatatgtaac ttaagatgca agaatgtaat tagttacatt ggctgctcag tggagtatga 1693 

cttttttttt tactggatta attttagcaa tacctgtatc ttaaaattgt gagaaaatac 1753 

tgcatttaaa atatgcctaa ctttgtgacg caatatgtta atcaaagaat acatgtaagc 1813 

atattttaaa aataattatg tagattttag tcatgtattt tgaaacaatt aaaattttta 1873 
attttgact 
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1882 



<210> 6 

<211> 289 

25 <212> PRT 

<213> Gallus gallus 



<400> 



Met Ser Ala Asn Ala Glu Ala Gin Cys Gly Ser He Ser Glu Asp Asn 
1 5 10 15 

Thr His Ser Ser Thr Thr Cys Gin Gly Tyr Val Leu Pro Glu Gly Lys 
20 25 30 

He Met Pro Asn Thr Val Phe Val Gly Gly He Asp He Arg Met Asn 
35 40 45 

Glu Ala Glu He Arg Ser Tyr Phe Glu Gin Tyr Gly Thr Val Lys Glu 
40 50 55 60 

Val Lys He He Thr Asp Arg Thr Gly Val Ser Lys Gly Tyr Gly Phe 
65 70 75 80 

Val Ser Phe Leu Asp Asn Val Asp Val Gin Lys He Val Glu Ser Gin 
85 90 95 

lie Ser Val His Gly Lys Arg Leu Lys Leu Gly Pro Ala lie Arg Lys 
100 105 no 

Gin Gin Asn Leu Cys Ser Tyr Met Gin Pro Arg Pro Leu Ala Phe Asn 
115 120 125 

Pro Pro Ala Pro Gin Phe His Ser Val Trp Thr Asn Gin Asn Thr Glu 
130 135 140 

Thr Tyr Val Gin Pro Gin Ala Val Val Ser Pro Leu Thr Gin Tyr Val 
145 150 155 160 

Gin Thr Tyr Ala Tyr Ser Ser Pro Ala Val Leu He Gin Gin Gin Val 
165 170 175 

Pro Val Gly Tyr Gin Pro Ala Tyr Asn Tyr Gin Ala Pro Pro Gin Trp 
180 185 190 
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val Pro Gly Glu Gin Arg Asn Tyr Val Met Pro Pro Val Tyr Thr Ser 
195 200 205 

Val Asn Tyr His Tyr Ser Glu Asp Pro Glu Phe He Gin Thr Glu Cys 
210 215 220 

Ala Val Pro Glu Pro Thr Gin Met Ser Gly Asn Ser Pro Gin Lys Lys 
225 230 235 240 

Ser Val Asp Arg Ser lie Gin Thr Val Val Ser Cys Leu Phe Asn Pro 
245 250 ' 255 

Glu Asn Arg Leu Arg Asn Thr Phe Val Ser Gin Glu Asp Tyr Phe Arg 
260 265 " 270 

Glu Arg Arg Ala His His Phe Arg Lys Gly Arg Ala Val Leu Lys Ser 
275 280 " 285 



20 Val 



<210> 7 

<2X1> 17 

25 <212> PRT 

<213> Gallus gallus 

<400> 7 



30 Ser Ala Asn Ala Glu Ala Gin Cys Gly Ser He Ser Glu Asp Asn Thr 
1 5 10 15 



His 



<210> 8 

<211> 16 

<212> PRT 

<213> Gallus gallus 

<400> 8 



Ser Gin Glu Asp Tyr Phe Arg Glu Arg Ala His His Phe Arg Lys Gly 
1 5 io 15 



